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Appendix A:
Maps and Restriction Endonuclease Sites for
pFASTBAC Expression Vectors
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Restriction endonucleases that do not cleave pF ASTBAC1 DNA:
Aat II Cla I Nco I Pme I Sse I
Afl II Cvn I Nde I Psp5 II Sse8387 I
Apa I Eco47 III Nhe I Pvu II Sun I
Asc I Eco72 I Nru I SexA I Swa I
Bpu1102 I EcoN I Nsi I Sfi I Xcm I
Bsg I EcoO109 I Pac I SgrA I
BspM I Mlu I PflM I Sma I
BstE II Nar I PinA I Srf I

Restriction endonucleases that cleave pF ASTBAC1 DNA twice:

Acc I 3882 4070 Bsm I 4247 4346 Rca I 536 1544
Afl III 2264 3246 BsmF I 4015 4775 Sca I 893 4150
Ban II 157 4076 Dra III 230 3578 Tfi I 2290 4101
Bgl II 2547 3017 Eam1105 I 1371 4651 Xmn I 772 3797
Bsa I 1304 3661 Kpn2 I 3888 3998

Figure 7.  Map and restriction endonuclease sites for pF ASTBAC1. Restriction endonucleases that cleave pFASTBAC1
once are shown on the outer circle. The nucleotide position refers to the 5´ base of the recognition sequence.
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pFASTBAC 1 multiple cloning site and primer binding region:  3942 – 4169

AAATAAGTA  TTTTACTGTT  TTCGTAACAG  TTTTGTAATA  AAAAAACCTA  TAAATATTCC  GGATTATTCA  TACCGTCCCA  CCATCGGGCG  CGGATCCCGG  TCCGAAGCGC  GCGGAATTCA59– 
BamH I

stop codons

suggested sequencing primer
59 – TATTCC  GGATTATTCA  TACC – 39 Rsr II BssH II EcoR I

AAGGCCTACG  TCGACGAGCT  CACTAGTCGC  GGCCGCTTTC  GAATCTAGAG  CCTGCAGTCT  CGAGGCATGC  GGTACCAAGCTT  GTCGAGAAGT  ACTAGAGGAT  CATAATCAG – 39

Stu I Sal I Sst I Spe I Not I Nsp V Xba I Pst I Xho I Sph I Kpn I Hind III

 +1

ATT was the position of the original start codon. The original ATG was mutated to ATT.
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The sequence has not been confirmed by sequence analysis. It was assembled from the known sequence of fragments used to construct the vector. The
sequence and the location of sites for restriction endonucleases that cleave up to 10 times can be found in the TECH-ONLINESM section of Life Technologies’
web page, http://www.lifetech.com.


